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— 1 in 3 synthetic XI genes conferred
active growth of yeast on solid medium; — S. cerevisiae cells expressing different D-xylose utilization
this XI was identified as "8454_2" pathways were cultivated in liquid media containing D-xylose = 8454 XI shows higher Vmax (~3x) and affinity to D-xylose
than XI from Piromyces sp.
— A clone expressing a codon-optimized as the sole carbon source 4 P

— This strategy amenable to high-throughput analysis is a viable option for the
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XI from Piromyces sp. (opt.PiXI) grew
poorly on this medim

Conclusions

identification of novel XI genes for S. cerevisiae

XI identified in this work conferes higher growth rate than the widely studied XI
from Piromyces sp., although lower than XR/XDH pathway

The novel XI enzyme has superior Vmax and higher affinity to the substrate

than XI from Piromyces sp.

Growth rates without evolutionary adaptation to xylose: Correlation between superior yeast growth capacity and

1 1 _ 9 more efficient kinetic parameters of 8454_2 XI
XR/XDH: 0.15 h™; 8454_2: 0.11 h™"; opt.PiXI: 0.07 h
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