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POLYMICROBIAL BIOFILMS P. aeruginosa AND S. aureus INTERACTIONS
Biofilms are a critical concern for many biomedical applications. Their natural P. aeruginosa S-évureus P. aeruginosa and S. aureus are two major
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polymicrobial nature is characterized by complex communities, where pathogen v pathogens that co-occur in many biofilm

interactions promote disease progression and severity. Inter-species infections (e.g. respiratory infections) and

communication within biofilms is majorly regulated by guorum-sensing, making whose competitive interaction is highly

it a promising target for new therapies. related to infection resilience.
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v Annotation of 639 interactions between P, aeruginosa and S. aureus
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v' 64% interactions had P. aeruginosa as the source microorganism

v’ This work successfully and comprehensively analyzed all current data on P. aeruginosa — S. aureus interactions.

CONCLUSIONS

v’ The first online database on bacterial communication was created and key molecular players were pointed out as promising targets for therapy.
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